
SUBSTITUTE SEQUENCE LISTING 



<110> Du, Chunying 
Yang, Qineng 

<120> Compositions and Methods for cleaving lAPs 

<130> 40716(IP-022) 

<160> 87 

<170> Patentin version 3.3 

<210> 1 

<211> 975 

<212> DNA 

<213> Homo sapiens 



<400> 1 

QCCQ'tCCCTa 


QCCCQCCQCC 


COCTTCTCCC 


v. y y a y i_ v_ ciy l 




y y y 


60 


y L yy < *y < * c *y ci 




rntnntrtat 
*-y *-y y *- l. 


ciLL.yciyciL^.1. 


Lyyct^v^yycct 




170 


yy^y^-y^yy 




naarnnrtra 


yyai LLy Lyy 


tnnrtnrrna 
Lyy l Lyucya 


i_y y y l, n_d l l 


JLOU 




rrratntnnt 


ggcLga rcgg 


cgcagag lcc 


grgLgagacL 


gc Laagcggc 




gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


cagacatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactctg 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggggaaa 


agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccagcggcg 


ctacattggg 


gtgatgatgc 


tgaccctgag 


tcccagcatc 


720 


cttgctgaac 


tacagcttcg 


agaaccaagc 


tttcccgatg 


ttcagcatgg 


tgtactcatc 


780 


cataaagtca 


tcctgggctc 


ccctgcacac 


cgggctggtc 


tgcggcctgg 


tgatgtgatt 


840 


ttggccattg 


gggagcagat 


ggtacaaaat 


gctgaagatg 


tttatgaagc 


tgttcgaacc 


900 


caatcccagt 


tggcagtgca 


gatccggcgg 


ggacgagaaa 


cactgacctt 


atatgtgacc 


960 


cctgaggtca 


cagaa 










975 



<210> 2 

<211> 975 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (193) . . (193) 

<223> n = t, c 



<220> 

<221> MISC_FEATURE 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> MISC_FEATURE 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> MISC_FEATURE 

<222> (519). .(519) 

<223> n = a, t, g, c 

<400> 2 

gccgtcccta gcccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 

gtcaccaacg ccnangtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 

gacacgtatg aggccgtggt cacagctgtg gatcccgtgg caganatcgc aacgctgagg 300 

attcagacta aggagcctct ccccacgctg cctctgggac gctcagctga tgtccggcaa 360 

ggggagtttg ttgttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 

attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 

tacattcaaa ctgatgcagc tattgatttt ggaaactcng gaggtcccct ggttaacctg 540 

gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 600 

ccttctgatc gtcttcgaga gtttctgcat cgtggggaaa agaagaattc ctcctccgga 660 

atcagtgggt cccagcggcg ctacattggg gtgatgatgc tgaccctgag tcccagcatc 720 

cttgctgaac tacagcttcg agaaccaagc tttcccgatg ttcagcatgg tgtactcatc 780 

cataaagtca tcctgggctc ccctgcacac cgggctggtc tgcggcctgg tgatgtgatt 840 

ttggccattg gggagcagat ggtacaaaat gctgaagatg tttatgaagc tgttcgaacc 900 

caatcccagt tggcagtgca gatccggcgg ggacgagaaa cactgacctt atatgtgacc 960 

cctgaggtca cagaa 975 



<210> 3 

<211> 975 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195). .(195) 



<223> n = t, c 
<220> 

<221> mi sc_f eature 

<222> (285). .(285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (519).. (519) 

<223> n = t, g 

<400> 3 

gccgtcccta gcccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 

gtcaccaacg ccnangtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 

gacacgtatg aggccgtggt cacagctgtg gatcccgtgg caganatcgc aacgctgagg 300 

attcagacta aggagcctct ccccacgctg cctctgggac gctcagctga tgtccggcaa 360 

ggggagtttg ttgttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 

attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 

tacattcaaa ctgatgcagc tattgatttt ggaaacagng gaggtcccct ggttaacctg 540 

gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 600 

ccttctgatc gtcttcgaga gtttctgcat cgtggggaaa agaagaattc ctcctccgga 660 

atcagtgggt cccagcggcg ctacattggg gtgatgatgc tgaccctgag tcccagcatc 720 

cttgctgaac tacagcttcg agaaccaagc tttcccgatg ttcagcatgg tgtactcatc 780 

cataaagtca tcctgggctc ccctgcacac cgggctggtc tgcggcctgg tgatgtgatt 840 

ttggccattg gggagcagat ggtacaaaat gctgaagatg tttatgaagc tgttcgaacc 900 

caatcccagt tggcagtgca gatccggcgg ggacgagaaa cactgacctt atatgtgacc 960 

cctgaggtca cagaa 975 



<210> 4 

<211> 975 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> MISCFEATURE 

<222> (194) . . (194) 

<223> t, g, c 

<220> 

<221> MI SC_F EATURE 

<222> (195).. (195) 

<223> n = a, t, g, c 

<220> 



<221> MISC_FEATURE 
<222> (284).. (284) 
<223> n = t, g, c 

<220> 

<221> MISC__FEATURE 

<222> (285). .(285) 

<223> n = a, t, g, c 

<220> 

<221> MISC_FEATURE 

<222> (519). .(519) 

<223> n = a, t, g, c 

<400> 4 

gccgtcccta gcccgccgcc cgcttctccc 
gtggagaaga cagcacctgc cgtggtctat 
ggccgcgagg tccctatctc gaacggctca 
gtcaccaacg ccgnngtggt ggctgatcgg 
gacacgtatg aggccgtggt eacagctgtg 
attcagacta aggagcctct ccccacgctg 
ggggagtttg ttgttgccat gggaagtccc 
attgttagct ctgctcagcg tccagccaga 
tacattcaaa ctgatgcagc tattgatttt 
gatggggagg tgattggagt gaacaccatg 
ccttctgatc gtcttcgaga gtttctgcat 
atcagtgggt cccagcggcg ctacattggg 
cttgctgaac tacagcttcg agaaccaagc 
cataaagtca tcctgggctc ccctgcacac 
ttggccattg gggagcagat ggtacaaaat 
caatcccagt tggcagtgca gatccggcgg 
cctgaggtca cagaa 



<210> 5 

<211> 975 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<222> (193).. (195) 

<223> n = a, t, g, c 

<220> 

< 2 2 1> mis c_f e a t u r e 

<222> (283). .(285) 

<223> n = a, t, g, c 



cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gatcccgtgg 


cagnnatcgc 


aacgctgagg 


300 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


ggaaactcng 


gaggtcccct 


ggttaacctg 


540 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


cgtggggaaa 


agaagaattc 


ctcctccgga 


660 


gtgatgatgc 


tgaccctgag 


tcccagcatc 


720 


tttcccgatg 


ttcagcatgg 


tgtactcatc 


780 


cgggctggtc 


tgcggcctgg 


tgatgtgatt 


840 


gctgaagatg 


tttatgaagc 


tgttcgaacc 


900 


ggacgagaaa 


cactgacctt 


atatgtgacc 


960 
975 



<220> 

<221> nrisc_feature 

<222> (517).. (517) 

<223> n = g, c 

<220> 

<221> misc_feature 

<222> (518).. (519) 

<223> n = a, t, g, c 



<400> 5 
gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


ccnnngtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


cannnatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaacnnng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggggaaa 


agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccagcggcg 


ctacattggg 


gtgatgatgc 


tgaccctgag 


tcccagcatc 


720 


cttgctgaac 


tacagcttcg 


agaaccaagc 


tttcccaata 


ttcaacataa 


tatactcatc 


780 


cataaagtca 


tcctgggctc 


ccctacacac 


caaactaatc 

y y y L yy *- 




taatataatt 


840 


ttggccattg 


gggagcagat 


aatacaaaat 


actaaaaata 


tttataaaac 


tattCOaaCC 
k. y v_ i_v_y aav_v. 


900 


caatcccagt 


tggcagtgca 




yyci\_yciyc*cici 


cactaacctt 

V- C* v, l. y CL V_ V_ l_ l_ 


a i_a Ly Ly av.v« 


Z/\J\J 


cctgaggtca 


cagaa 












<210> 6 

<211> 675 

<212> DNA 

<213> Homo sapiens 












<400> 6 
gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


cccatgtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


cagacatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 



ggggagtttg ttgttgccat 






aaaararaat 

a. y a a V- c* y a u 


v_ ci \- C* L^.^.yy V- 


420 


attgttagct 


ctgctcagcg 


tccaac raaa 


y c* V- »— i- y y y c*. v» 


tcccccaaac 


caatataaaa 


480 


tacattcaaa ctgatgcagc 


tattgatttt 


ggaaactctg 


gaggtcccct 


ggttaacctg 


540 


gatggggagg tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc gtcttcgaga 


gtttctgcat 


cgtggggaaa 


agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccag 










675 


<210> 

<Z J.X> 

<212> 
<213> 


7 

D/ J 

DNA 

Homo sapiens 












<CL.\J> 

<221> 
<222> 
<223> 


misc_feature 
(193) . . (193) 
n = t, c 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(195).. (195) 
n « t, c 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(285).. (285) 
n = a, t, g, c 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(519).. (519) 
n = a, t, g, c 












<400> 7 
gccgtcccta 


gcccgccgcc 




rociant rani - 




mranal"fil*n 

v_y v_ciy a i_y ly 


60 


gtggagaaga 


cagcacctgc 


*»y *-y y 


atrnanatrr 
d l cty a. l ll. 




rrr1-1-1-rl-1-n 

llLl L ILL Uy 




ggccgcgagg 


tccctatctc 


yaaLyy L LV.a 


yya l LL.y tyy 


LyyL.LyL.L.ya 


tnnnrtratt 
Lyyy v» ll.ci l l 


-LOVJ 


gtcaccaacg 


ccnangtggt 


y y V- l y a i_ v-y y 


\_yL.ciyciy lll 


y *-y tyctyaL l 


y l, Ldctyv.yyL. 




gacacgtatg 


aggccgtggt 


raf*anrl"fil~n 


y d l v_ i_i_y l y y 


Layai id L L.y v. 


aaLyL Ly ciy y 




attcagacta 


aggagcctct 


ccccacacta 


cctctaaaac 

V- v. i_ V- v_ y y y u v- 


actcaactaa 


tatccaacaa 

uy Lv,v,yy v. <a c* 


360 


ggggagtttg 


ttgttgccat 


aaaaaatccc 


tttacactac 


aaaacacaat 


cacatccaac 


420 


attgttagct 


ctgctcagcg 


tccaaccaaa 


yci\.v. v. y y y cn«. 


trrrrraaar 


raatatoaaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactcng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggggaaa 


agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccag 










675 



<210> 8 

<211> 675 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (193) . . (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195) . . (195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519) . . (519) 

<223> n = t, g 

<400> 8 



gccgtcccta 


gcccgccgcc 


cgcttctccc cggagtcagt acaacttcat cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat atcgagatcc tggaccggca ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca ggattcgtgg tggctgccga tgggctcatt 


180 


gtcaccaacg 


ccnangtggt 


ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg gatcccgtgg caganatcgc aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg cctctgggac gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc tttgcactgc agaacacgat cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga gacctgggac tcccccaaac caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt ggaaacagng gaggtcccct ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg aaggtcacag ctggaatctc ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat cgtggggaaa agaagaattc ctcctccgga 


660 


atcagtgggt 


cccag 




675 



<210> 9 

<211> 675 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (194) . . (194) 

<223> n = t, g, c 



<220> 

<221> misc_feature 



<222> (195).. (195) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (284) . . (284) 

<223> n = t, g, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 9 



gccgtcccta 


gcccgccgcc 


cgcttctccc cggagtcagt acaacttcat cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat atcgagatcc tggaccggca ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca ggattcgtgg tggctgccga tgggctcatt 


180 


gtcaccaacg 


ccgnngtggt 


ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg gatcccgtgg cagnnatcgc aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg cctctgggac gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc tttgcactgc agaacacgat cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga gacctgggac tcccccaaac caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt ggaaactcng gaggtcccct ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg aaggtcacag ctggaatctc ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat cgtggggaaa agaagaattc ctcctccgga 


660 


atcagtgggt 


cccag 




675 



<210> 10 

<211> 675 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (193) . . (195) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (283).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (517).. (517) 

<223> n = g, c 



<220> 

<221> mis c_f eat u re 

<222> (518).. (519) 

<223> n = a, t, g, c 



<400> 10 
gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


ccnnngtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


cannnatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaacnnng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cataaaaaaa 


agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccag 










675 


<210> 11 

<211> 963 

<212> DNA 

<213> Homo sapiens 












<400> 11 
ccgccgcccg 


cttctccccg 


gagtcagtac 


aacttcatcg 


cagatgtggt 


ggagaagaca 


60 


gcacctgccg 


tggtctatat 


cgagatcctg 


gaccggcacc 


ctttcttggg 


ccgcgaggtc 


120 


cctatctcga 


acggctcagg 


attcgtggtg 


gctgccgatg 


ggctcattgt 


caccaacgcc 


180 


catgtggtgg 


ctgatcggcg 


cagagtccgt 


gtgagactgc 


taagcggcga 


cacgtatgag 


240 


gccgtggtca 


cagctgtgga 


tcccgtggca 


gacatcgcaa 


cgctgaggat 


tcagactaag 


300 


gagcctctcc 


ccacgctgcc 


tctgggacgc 


tcagctgatg 


tccggcaagg 


ggagtttgtt 


360 


gttgccatgg 


gaagtccctt 


tgcactgcag 


aacacgatca 


catccggcat 


tgttagctct 


420 


gctcagcgtc 


cagccagaga 


cctgggactc 


ccccaaacca 


atgtggaata 


cattcaaact 


480 


gatgcagcta 


ttgattttgg 


aaactctgga 


ggtcccctgg 


ttaacctgga 


tggggaggtg 


540 


attggagtga 


acaccatgaa 


ggtcacagct 


ggaatctcct 


ttgccatccc 


ttctgatcgt 


600 


cttcgagagt 


ttctgcatcg 


tggggaaaag 


aagaattcct 


cctccggaat 


cagtgggtcc 


660 


cagcggcgct 


acattggggt 


gatgatgctg 


accctgagtc 


ccagcatcct 


tgctgaacta 


720 


cagcttcgag 


aaccaagctt 


tcccgatgtt 


cagcatggtg 


tactcatcca 


taaagtcatc 


780 


ctgggctccc 


ctgcacaccg 


ggctggtctg 


cggcctggtg 


atgtgatttt 


ggccattggg 


840 



gagcagatgg tacaaaatgc tgaagatgtt tatgaagctg ttcgaaccca atcccagttg 
gcagtgcaga tccggcgggg acgagaaaca ctgaccttat atgtgacccc tgaggtcaca 
gaa 



900 
960 
963 



<210> 12 

<211> 975 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_feature 

<222> (1). .(12) 

<223> n = Any Nucleotide or Absent 
<220> 

<221> mi sc_f eature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195). .(195) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 12 

nnnnnnnnnn nnccgccgcc cgcttctccc 
gtggagaaga cagcacctgc cgtggtctat 
ggccgcgagg tccctatctc gaacggctca 
gtcaccaacg ccnangtggt ggctgatcgg 
gacacgtatg aggccgtggt cacagctgtg 
attcagacta aggagcctct ccccacgctg 
ggggagtttg ttgttgccat gggaagtccc 
attgttagct ctgctcagcg tccagccaga 
tacattcaaa ctgatgcagc tattgatttt 
gatggggagg tgattggagt gaacaccatg 
ccttctgatc gtcttcgaga gtttctgcat 
atcagtgggt cccagcggcg ctacattggg 
cttgctgaac tacagcttcg agaaccaagc 



cggagtcagt 
atcgagatcc 
ggattcgtgg 
cgcagagtcc 
gatcccgtgg 
cctctgggac 
tttgcactgc 
gacctgggac 
ggaaactcng 
aaggtcacag 
cgtggggaaa 
gtgatgatgc 
tttcccgatg 



acaacttcat cgcagatgtg 60 

tggaccggca ccctttcttg 120 

tggctgccga tgggctcatt 180 

gtgtgagact gctaagcggc 240 

caganatcgc aacgctgagg 300 

gctcagctga tgtccggcaa 360 

agaacacgat cacatccggc 420 

tcccccaaac caatgtggaa 480 

gaggtcccct ggttaacctg 540 

ctggaatctc ctttgccatc 600 

agaagaattc ctcctccgga 660 

tgaccctgag tcccagcatc 720 

ttcagcatgg tgtactcatc 780 



cataaagtca tcctgggctc ccctgcacac cgggctggtc tgcggcctgg tgatgtgatt 840 

ttggccattg gggagcagat ggtacaaaat gctgaagatg tttatgaagc tgttcgaacc 900 

caatcccagt tggcagtgca gatccggcgg ggacgagaaa cactgacctt atatgtgacc 960 

cctgaggtca cagaa 975 



<210> 13 

<211> 975 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<222> (1). .(12) 

<223> n = Any Nucleotide or Absent 
<220> 

<221> mi sc_f eature 

<222> (193). .(193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (519). .(519) 

<223> n = t, g 

<400> 13 



nnnnnnnnnn 


nnccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc tggaccggca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


ccnangtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


caganatcgc aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaacagng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggggaaa agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccagcggcg 


ctacattggg 


gtgatgatgc 


tgaccctgag 


tcccagcatc 


720 



cttgctgaac tacagcttcg 


aoaarraaar 


TTTcrmxTn t+canmtnn tntartratr 


780 


cataaagtca 


tcctgggctc 


ccctgcacac 


cgggctggtc tgcggcctgg tgatgtgatt 


840 


ttggccattg gggagcagat 


ggtacaaaat 


gctgaagatg tttatgaagc tgttcgaacc 


900 


caatcccagt 


tggcagtgca 


gatccggcgg 


ggacgagaaa cactgacctt atatgtgacc 


960 


cctgaggtca 


cagaa 








<210> 14 

<211> 663 

<212> DNA 

<213> Homo sapiens 








<400> 14 
ccaccaccca 

W V<- V* V- V- \A 


cttctcccca 


aaatcaatac 


aact"t"cat"ca caaatataat: aaaaaaaaca 


60 

\J\J 


gcacctgccg 


tggtctatat 


caaaatccta 

y d y t* \_ \_ v. v. y 


QclCCQQCaCC Ct't'tCttQQQ CCOCO^QOtC 
^a^^^v^i.uLv. LuiLv.ii^^vj \_v~yv.yoyy t v. 


120 


cctatctcga 


acggctcagg 


attcataata 


octoccaata aactcattat caccaacacc 


180 


catgtggtgg 


ctgatcggcg 


caaaatccat 


ataaaactac taaacaacaa racat"a*taaa 


240 


gccgtggtca 


cagctgtgga 


tcccataaca 


oacatcacaa CQCtQannat traaacTaaa 

y civ- a i_\_y v.Qa v_ y v_ l. y ay y a i_ LLa^av. iaa^ 


300 


gagcctctcc 


ccacgctgcc 


tctaaaacac 


tcaactaata tccaacaaaa aaaatttatt 

i-v-uy v. z) y l l vyy v. uu y y yyuyi_L.i_yi_i_ 


360 


gttgccatgg 


gaagtccctt 


u y v_ a. v_ i_ y v_ ciy 


aararnatra ratrrnnrat 1~nl~1"anrl"r1" 

aav.Clv^ClLva wnLLLy^LaL L^LLu^LLLl 


420 


gctcagcgtc 


cagccagaga 


v. v_ i_ y y y a \„ i_ v_ 


f rrraaarra al*al"oaaai"a rai~i~raaari~ 

v- v- v. v. a a a v- v- a. ci L.y i_y y cici lca v.cl u l LauaL i_ 


480 


gatgcagcta 


ttgattttgg 


aaactctgga 


ggtcccctgg ttaacctgga tggggaggtg 


540 


attggagtga 


acaccatgaa 


ggtcacagct 


ggaatctcct ttgccatccc ttctgatcgt 


600 


cttcgagagt 


ttctgcatcg 


tggggaaaag 


aagaattcct cctccggaat cagtgggtcc 


660 


cag 








663 



<210> 15 

<211> 675 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (1)..(12) 

<223> n = Any Nucleotide or Absent 
<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> misc_feature 



<222> (285).. (285) 
<223> n = a, t, g, c 

<220> 

<221> mi sc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 15 

nnnnnnnnnn nnccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 

gtcaccaacg ccnangtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 

gacacgtatg aggccgtggt cacagctgtg gatcccgtgg caganatcgc aacgctgagg 300 

attcagacta aggagcctct ccccacgctg cctctgggac gctcagctga tgtccggcaa 360 

ggggagtttg ttgttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 

attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 

tacattcaaa ctgatgcagc tattgatttt ggaaactcng gaggtcccct ggttaacctg 540 

gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 600 

ccttctgatc gtcttcgaga gtttctgcat cgtggggaaa agaagaattc ctcctccgga 660 

atcagtgggt cccag 675 

<210> 16 

<211> 675 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (1)..(12) 

<223> n = Any Nucleotide or Absent 
<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> mi sc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n=a, t, g, c 



<400> 16 
nnnnnnnnnn 


nnccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cqcaqatqtq 


60 


gtqqaqaaqa 


cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


qqccqcqaqq 

ZJZJ Zj ZJ ZJZJ 


tccctatctc 


gaacggctca 


aqattcqtoa 


tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


ccnangtggt 


ooctoatcaa 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


qatcccqtqq 


caganatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttq 

ZJ ZJ ZJ ZJ ZJ ZJ 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcaqcq 

ZJ ZJ ZJ 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaacagng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggggaaa 


agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccag 












<210> 17 

<211> 636 

<212> DNA 

<213> Homo sapiens 












<400> 17 
gccgtcccta 


gcccgccgcc 


cgcttctccc 


cqqaotcaqt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cataatctat 


atcaaaatcc 


taaaccaaca 


ccctttctta 

V. Va Va L. \m \m Va ^ l_ M 


120 


ggccgcgagg 


tccctatctc 


aaacaactca 


aaattcataa 


taactaccaa 


taaactcatt 


180 


gtcaccaacg 


cccatgtggt 


aactaatcaa 


cacaaaatcc 


atataaaact 


actaaacaac 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


aatcccataa 


caaacatcac 


aacoctaaao 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctaaaac 


actcaactaa 


tatccaacaa 


360 


ggggagtttg 


ttgttgccat 


qqqaaatccc 

y y y y 


tttacactac 


aaaacacaat 


cacatccaac 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactctg 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggg 






636 



<210> 18 

<211> 636 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 



<220> 

<221> misc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> mi sc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, gi c 

<400> 18 



gccgtcccta 


gcccgccgcc 


cgcttctccc cggagtcagt acaacttcat cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat atcgagatcc tggaccggca ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca ggattcgtgg tggctgccga tgggctcatt 


180 


gtcaccaacg 


ccnangtggt 


ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg gatcccgtgg caganatcgc aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg cctctgggac gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc tttgcactgc agaacacgat cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga gacctgggac tcccccaaac caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt ggaaactcng gaggtcccct ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg aaggtcacag ctggaatctc ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat cgtggg 


636 



<210> 19 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 



<400> 19 
gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt acaacttcat cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc tggaccggca ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg tggctgccga tgggctcatt 


180 


gtcaccaacg 


ccnangtggt 


ggctgatcgg 


cgcagagtcc gtgtgagact gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg caganatcgc aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc agaacacgat cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac tcccccaaac caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaacagng gaggtcccct ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag ctggaatctc ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggg 


636 



<210> 20 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (194) . . (194) 

<223> n = t, g, c 

<220> 

<221> mi sc_f eature 

<222> (195).. (195) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (284).. (284) 

<223> n = t, g, c 

<220> 

<221> mi sc_f eature 

<222> (285). .(285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 20 

gccgtcccta gcccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 

gtcaccaacg ccgnngtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 



gacacgtatg aggccgtggt cacagctgtg 
attcagacta aggagcctct ccccacgctg 
ggggagtttg ttgttgccat gggaagtccc 
attgttagct ctgctcagcg tccagccaga 
tacattcaaa ctgatgcagc tattgatttt 
gatggggagg tgattggagt gaacaccatg 
ccttctgatc gtcttcgaga gtttctgcat 



<210> 21 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<222> (193).. (195) 

<223> n = a, t, g, c 

<220> 

<221> mi sc__f eature 

<222> (283).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (517).. (517) 

<223> n = g, c 

<220> 

<221> mi sc_f eature 

<222> (518).. (519) 

<223> n = a, t, g, c 

<400> 21 

gccgtcccta gcccgccgcc cgcttctccc 
gtggagaaga cagcacctgc cgtggtctat 
ggccgcgagg tccctatctc gaacggctca 
gtcaccaacg ccnnngtggt ggctgatcgg 
gacacgtatg aggccgtggt cacagctgtg 
attcagacta aggagcctct ccccacgctg 
ggggagtttg ttgttgccat gggaagtccc 
attgttagct ctgctcagcg tccagccaga 
tacattcaaa ctgatgcagc tattgatttt 
gatggggagg tgattggagt gaacaccatg 
ccttctgatc gtcttcgaga gtttctgcat 



qatcccgtqq 


cagnnatcgc aacgctgagg 


300 


cctctgggac 


gctcagctga tgtccggcaa 


360 


tttgcactgc 


agaadacgat cacatccggc 


420 


gacctgggac 


tcccccaaac caatgtggaa 


480 


ggaaactcng 


gaggtcccct ggttaacctg 


540 


aaggtcacag 


ctggaatctc ctttgccatc 


600 


cgtggg 




636 


caaaatcaat 


acaacttcat cacaaatata 


60 


atcgagatcc 


tggaccggca ccctttcttg 


120 


aaattcataa 


taactaccaa taaactcatt 


180 


cgcagagtcc 


gtgtgagact gctaagcggc 


240 


aatcccataa 


cannnat coc aacactaaaa 


300 


cctctaaaac 


gctcagctga tgtccggcaa 


360 


tttacactac 


aaaacacaat cacatccaac 


420 


gacctgggac 


tcccccaaac caatgtggaa 


480 


ggaaacnnng 


gaggtcccct ggttaacctg 


540 


aaggtcacag 


ctggaatctc ctttgccatc 


600 


cgtggg 




636 



<210> 22 

<211> 624 

<212> DNA 

<213> Homo sapiens 

<400> 22 



ccqccqcccq 


cttctccccg 


gagtcagtac aacttcatcg cagatgtggt ggagaagaca 


60 


gcacctgccg 


tggtctatat 


caaaatccta aaccaacacc ctttcttaoa ccacaaaatc 


120 


cctatctcga 


acggctcagg 


attcgtggtg gctgccgatg ggctcattgt caccaacgcc 


180 


catgtggtgg 


ctgatcggcg 


cagagtccgt gtgagactgc taagcggcga cacgtatgag 


240 


gccgtggtca 


cagctgtgga 


tcccgtggca gacatcgcaa cgctgaggat tcagactaag 


300 


gagcctctcc 


ccacgctgcc 


tctgggacgc tcagctgatg tccggcaagg ggagtttgtt 


360 


gttgccatgg 


gaagtccctt 


tgcactgcag aacacgatca catccggcat tgttagctct 


420 


gctcagcgtc 


cagccagaga 


cctgggactc ccccaaacca atgtggaata cattcaaact 


480 


gatgcagcta 


ttgattttgg 


aaactctgga ggtcccctgg ttaacctgga tggggaggtg 


540 


attggagtga 


acaccatgaa 


ggtcacagct ggaatctcct ttgccatccc ttctgatcgt 


600 


cttcgagagt 


ttctgcatcg 


tggg 


624 



<210> 23 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_feature 

<222> (1) . . (12) 

<223> n = Any Nucleotide or Absent 
<220> 

<221> mi sc_f eature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195).. (195) 

<223> n « t, c 

<220> 

<221> mi sc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 23 

nnnnnnnnnn nnccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 
gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 



ggccgcgagg 


tccctatctc 


gaacggctca ggattcgtgg tggctgccga tgggctcatt 


180 


gtcaccaacg 


ccnangtggt 


ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg gatcccgtgg caganatcgc aacgctgagg 

.3 ZJ ZJ ZJ ZJ ZJ ZJ ZJ ZJ Z> ZJ ZJ ZJ 


300 


attcagacta 


aggagcctct 


ccccacgctg cctctgggac gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc tttgcactgc agaacacgat cacatccggc 


420 


ax ig l xagc z 


crgcrcagcg 


tccagccaga gacctgggac tcccccaaac caatgtggaa 


/ion 


tacattcaaa 


ctgatgcagc 


tattgatttt ggaaactcng gaggtcccct ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg aaggtcacag ctggaatctc ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat cgtggg 


636 



<210> 24 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (1)..(12) 

<223> n = Any Nucleotide or Absent 
<220> 

<221> mi sc_f eature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195). .(195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (285). .(285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_feature 

<222> (519). .(519) 

<223> n = a, t, g, c 

<400> 24 

nnnnnnnnnn nnccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 

gtcaccaacg ccnangtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 

gacacgtatg aggccgtggt cacagctgtg gatcccgtgg caganatcgc aacgctgagg 300 

attcagacta aggagcctct ccccacgctg cctctgggac gctcagctga tgtccggcaa 360 

ggggagtttg ttgttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 



attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa ctgatgcagc 


tattgatttt 


ggaaacagng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


ntttrtnrat 










<210> 25 

<211> 630 

<212> DNA 

<213> Homo sapiens 












<400> 25 
gccgtcccta 


acccaccacc 


cgcttctccc 


cqqaqtcaqt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc 


tqqaccqqca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


qqattcqtqq 


tggctgccga 


tqqqctcatt 


180 


gtcaccaacg 


cccatgtggt 


QQCtqatcqq 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


aatcccataa 


cagacatcgc 


aacactaaaa 


300 


attcagacta 


aggagcctct 


ccccacacta 


cctctaaaac 


actcaactaa 


tatccaacaa 


360 


ggggagtttg 


ttgttgccat 


OaaaaatCCC 

y y y y i- v» v~ v. 


tttacactac 

l. i. i_ y v_ci v» i_ y v_ 


aaaacacaat 


ci ci Lv.Lyy v. 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactctg 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 








630 



<210> 26 

<211> 630 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 



<400> 



26 



accatcccta 


acccaccacc 


racttctccr 


ranaatcaat 

v-y y c*y LL.ay l 


araacttcat 


rnraaatata 

L.y myu i- y Ly 


60 


ataaaaaaaa 


caacacctac 


L.y tyy ll. ia u 


atcaaaatcc 

t* l L-y ay a. ll>l> 


yy yy 


ccctttctta 

v_ V— V— l_ L LL L Ly 


120 


oaccQcaaaa 


tccctatctc 


aaacaactca 


yyu l l l. y 


taactaccaa 

LUUL LULLUU 


taaactcatt 
yyy llo l l 


180 


gtcaccaacg 


ccnangtggt 


aactaatcaa 


cacaaaatcc 


atataaaact 

y wy tyuMuv. 


actaaacaac 


240 


gacacgtatg 


^y^^y L yy *- 


cacaactata 


a at cccataa 

y ** ^ v» v. v»y 3 3 


caaanatcac 


aacactaaaa 

«Auv>y v. ^y u y y 


300 


attcagacta 


aggagcctct 


ccccacacta 


cctctoaaac 


actcaactaa 

y v» w v. wy v. V- y v* 


tatccaacaa 


360 


aaqqaattta 

3 3 33 *** 3 *- *- *- 3 


ttgttgccat 


aaaaaatccc 


tttacactac 


aaaacacaat 


cacatccaac 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactcng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 








630 


<210> 
<211> 
<212> 
<213> 


27 
630 

DNA 

Homo sapiens 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(193) . . (193) 
n = t, c 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(195).. (195) 
n = t, c 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(285). .(285) 
n = a, t, g, c 












<220> 
<221> 
<222> 
<223> 


mi sc_feature 
(519). .(519) 
n=a, t, g, c 












<400> 27 

gccgtcccta gcccgccgcc 


v.y^ l- LL. LLLL 


L,yyciy LL.ciy l 


aLadLL LLai 


L.y v.dy« Ly Ly 




gtggagaaga cagcacctgc 


v.y Lyy ll> lol 


cl LL-Ljaya lll 




LLLLLLLLLy 




ggccgcgagg 


tccctatctc 




yyai LL.y L yy 




tnnnrtratt" 
LyyyL, llci l l 




gtcaccaacg 


ccnangtggt 


ggc tga tcgg 


cgcdgag lcc 


y Lg Lgagac l 


yc Laagcggc 




gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


caganatcgc 


aacgctgagg . 


300 


attcagacta aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 



tacattcaaa ctgatgcagc tattgatttt 
gatggggagg tgattggagt gaacaccatg 
ccttctgatc gtcttcgaga gtttctgcat 



<210> 28 

<211> 630 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<222> (194) . . (194) 

<223> n = t, g, c 

<220> 

<221> mi sc_f eature 

<222> (195). .(195) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (284). .(284) 

<223> n = t, g, c 

<220> 

< 2 2 1> mis c_f ea t u r e 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 28 

gccgtcccta gcccgccgcc cgcttctccc 
gtggagaaga cagcacctgc cgtggtctat 
ggccgcgagg tccctatctc gaacggctca 
gtcaccaacg ccgnngtggt ggctgatcgg 
gacacgtatg aggccgtggt cacagctgtg 
attcagacta aggagcctct ccccacgctg 
ggggagtttg ttgttgccat gggaagtccc 
attgttagct ctgctcagcg tccagccaga 
tacattcaaa ctgatgcagc tattgatttt 
gatggggagg tgattggagt gaacaccatg 
ccttctgatc gtcttcgaga gtttctgcat 



ggaaacagng 


gaggtcccct 


ggttaacctg 


540 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 








630 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gatcccgtgg 


cagnnatcgc 


aacgctgagg 


300 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


ggaaactcng 


gaggtcccct 


ggttaacctg 


540 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 








630 



<210> 29 
<211> 630 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc^feature 

<222> (193).. (195) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_feature 

<222> (283).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (517).. (517) 

<223> n = g, c 

<220> 

<221> mi sc_f eature 

<222> (518). .(519) 

<223> n = a, t, g, c 



<400> 29 
gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt acaacttcat cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc tggaccggca ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg tggctgccga tgggctcatt 


180 


gtcaccaacg 


ccnnngtggt 


ggctgatcgg 


cgcagagtcc gtgtgagact gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg cannnatcgc aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc agaacacgat cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac tcccccaaac caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaacnnng gaggtcccct ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag ctggaatctc ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 




630 



<210> 30 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<222> (160).. (162) 

<223> n = Deleted Nucleic Acids 

<220> 

<221> mi sc_f eature 

<222> (193).. (193) 

<223> n = t, c 

<220> 



<221> mi sc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> mi sc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 



<400> 30 
gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat cgcagatgtg 


bU 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc tggaccggca ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgn 


nngctgccga tgggctcatt 


180 


gtcaccaacg 


ccnangtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


caganatcgc aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactcng gaggtcccct ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggg 




636 



<210> 31 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (229).. (231) 

<223> n = Deleted Nucleic Acids 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 



<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 31 



gccgtcccta 


gcccgccgcc 


cgcttctccc cggagtcagt acaacttcat cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat atcgagatcc tggaccggca ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca ggattcgtgg tggctgccga tgggctcatt 


180 


gtcaccaacg 


ccnangtggt 


ggctgatcgg cgcagagtcc gtgtgagann nctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg gatcccgtgg caganatcgc aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg cctctgggac gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc tttgcactgc agaacacgat cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga gacctgggac tcccccaaac caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt ggaaactcng gaggtcccct ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg aaggtcacag ctggaatctc ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat cgtggg 


636 



<210> 32 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<222> (193).. (193) 

<223> n=t, c 

<220> 

<221> mi sc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> mi sc_feature 

<222> (285). .(285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (370).. (372) 

<223> n = Deleted Nucleic Acids 

<220> 

<221> mi sc_feature 

<222> (519). .(519) 

<223> n = t, g 

<400> 32 

gccgtcccta gcccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 
gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 
ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 



gtcaccaacg ccnangtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 

gacacgtatg aggccgtggt cacagctgtg gatcccgtgg caganatcgc aacgctgagg 300 

attcagacta aggagcctct ccccacgctg cctctgggac gctcagctga tgtccggcaa 360 

ggggagtttn nngttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 

attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 

tacattcaaa ctgatgcagc tattgatttt ggaaacagng gaggtcccct ggttaacctg 540 

gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 600 

ccttctgatc gtcttcgaga gtttctgcat cgtggg 636 



<210> 33 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<2 2 1> mis c_f eat u re 

<222> (285). .(285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_feature 

<222> (530).. (532) 

<223> n = Deleted Nucleic Acids 

<400> 33 

gccgtcccta gcccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 

gtcaccaacg ccnangtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 

gacacgtatg aggccgtggt cacagctgtg gatcccgtgg caganatcgc aacgctgagg 300 

attcagacta aggagcctct ccccacgctg cctctgggac gctcagctga tgtccggcaa 360 

ggggagtttg ttgttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 

attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 



tacattcaaa ctgatgcagc 


tattgatttt 


ggaaactcng gaggtccccn nnttaacctg 


540 


gatggggagg tgattggagt 


gaacaccatg 


aaggtcacag ctggaatctc ctttgccatc 


600 


ccttctgatc gtcttcgaga 


gtttctgcat 


cgtggg 


636 


<210> 34 

<211> 618 

<212> DNA 

<213> Homo sapiens 








<400> 34 

ccgccgcccg cttctccccg 


gagtcagtac 


aacttcatcg cagatgtggt ggagaagaca 


60 


gcacctgccg tggtctatat 


cgagatcctg 


gaccggcacc ctttcttggg ccgcgaggtc 


120 


cctatctcga acggctcagg 


attcgtggtg 


gctgccgatg ggctcattgt caccaacgcc 


180 


catgtggtgg ctgatcggcg 


cagagtccgt 


gtgagactgc taagcggcga cacgtatgag 


240 


gccgtggtca cagctgtgga 


tcccgtggca 


gacatcgcaa cgctgaggat tcagactaag 


300 


gagcctctcc ccacgctgcc 


tctgggacgc 


tcagctgatg tccggcaagg ggagtttgtt 


360 


gttgccatgg gaagtccctt 


tgcactgcag 


aacacgatca catccggcat tgttagctct 


420 


gctcagcgtc cagccagaga 


cctgggactc 


ccccaaacca atgtggaata cattcaaact 


480 


gatgcagcta ttgattttgg 


aaactctgga 


ggtcccctgg ttaacctgga tggggaggtg 


540 


attggagtga acaccatgaa 


ggtcacagct 


ggaatctcct ttgccatccc ttctgatcgt 


600 


cttcgagagt ttctgcat 






618 



<210> 35 

<211> 630 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> CD.. (12) 

<223> n = Any Nucleotide or Absent 
<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 



<222> (519) . . (519) 
<223> n = a, t, g, c 

<400> 35 



nnnnnnnnnn 


nnccgccgcc 


cgcttctccc cggagtcagt acaacttcat cgcagatgtg 


60 


gtggagaaga 

-J ZJ ZJ ZJ ZJ 


cagcacctgc 


cgtggtctat atcgagatcc tggaccggca ccctttcttg 


120 


ggccgcgagg 

ZJ ZJ ZJ ZJ ZJ ZJ 


tccctatctc 


qaacqqctca qqattcqtqq tqgctgccga tqqqctcatt 

ZJ ZJ ZJ «- ZJ ZJ ZJ ZJ ZJ ^ZJZJ ZJ ZJ ZJ ZJ ZJ — ~ ~ ~- 


180 


gtcaccaacg 


ccnangtggt 


ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 


240 


gacacgtatg 


aqqccqtqqt 


cacagctgtg gatcccgtgg caganatcgc aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg cctctgggac gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc tttgcactgc agaacacgat cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga gacctgggac tcccccaaac caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt ggaaactcng gaggtcccct ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg aaggtcacag ctggaatctc ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


630 



<210> 36 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (1)..(12) 

<223> n = Any Nucleotide or Absent 
<220> 

<221> misc_feature 

<222> (160) . . (162) 

<223> n = Deleted Nucleic Acids 

<220> 

<221> misc_feature 

<222> (193) . . (193) 

<223> n = t, c 

<220> 

<221> mi sc_feature 

<222> (195) . . (195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 36 

nnnnnnnnnn nnccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 



gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgn nngctgccga tgggctcatt 180 

gtcaccaacg ccnangtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 

gacacgtatg aggccgtggt cacagctgtg gatcccgtgg caganatcgc aacgctgagg 300 

attcagacta aggagcctct ccccacgctg cctctgggac gctcagctga tgtccggcaa 360 

ggggagtttg ttgttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 

attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 

tacattcaaa ctgatgcagc tattgatttt ggaaactcng gaggtcccct ggttaacctg 540 

gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 600 

ccttctgatc gtcttcgaga gtttctgcat cgtggg 636 



<210> 37 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_feature 

<222> (1)..(12) 

<223> n = Any Nucleotide or Absent 
<220> 

<221> misc_feature 

<222> (193). .(193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195). .(195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (229). .(231) 

<223> n = Deleted Nucleic Acids 

<220> 

<221> mi sc_f eature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 37 

nnnnnnnnnn nnccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 
gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 
ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 



gtcaccaacg 


ccnangtggt 


ggctgatcgg cgcagagtcc gtgtgagann 


nctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg gatcccgtgg caganatcgc aacgctgagg 


300 


attcagacta aggagcctct 


ccccacgctg cctctgggac gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc tttgcactgc agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga gacctgggac tcccccaaac 


caatgtggaa 


a on 


tacattcaaa 


ctgatgcagc 


tattgatttt ggaaactcng gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg aaggtcacag ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat cgtggg 




636 



<210> 38 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<222> (1)..(12) 

<223> n = Any Nucleotide or Absent 
<220> 

<221> mi sc_f eature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (370).. (372) 

<223> n = Deleted Nucleic Acids 

<220> 

<221> mi sc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 38 

nnnnnnnnnn nnccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 

gtcaccaacg ccnangtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 

gacacgtatg aggccgtggt cacagctgtg gatcccgtgg caganatcgc aacgctgagg 300 

attcagacta aggagcctct ccccacgctg cctctgggac gctcagctga tgtccggcaa 360 



ggggagtttn nngttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 

attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 

tacattcaaa ctgatgcagc tattgatttt ggaaactcng gaggtcccct ggttaacctg 540 

gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 600 

ccttctgatc gtcttcgaga gtttctgcat cgtggg 636 



<210> 39 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<2 2 1> mi s c_f eat u re 

<222> (1)..(12) 

<223> n = Any Nucleotide or Absent 
<220> 

<2 2 1> mis c_f eat u r e 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> mi sc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_feature 

<222> (519). .(519) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_feature 

<222> (530).. (532) 

<223> n = Deleted Nucleic Acids 

<400> 39 

nnnnnnnnnn nnccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 

gtcaccaacg ccnangtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 

gacacgtatg aggccgtggt cacagctgtg gatcccgtgg caganatcgc aacgctgagg 300 

attcagacta aggagcctct ccccacgctg cctctgggac gctcagctga tgtccggcaa 360 

ggggagtttg ttgttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 

attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 



tacattcaaa ctgatgcagc tattgatttt ggaaactcng gaggtccccn nnttaacctg 
gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 
ccttctgatc gtcttcgaga gtttctgcat cgtggg 



540 
600 
636 



<210> 40 

<211> 300 

<212> DNA 

<213> Homo sapiens 

<400> 40 



cggcgctaca 


ttggggtgat gatgctgacc ctgagtccca gcatccttgc tgaactacag 


60 


cttcgagaac 


caagctttcc cgatgttcag catggtgtac tcatccataa agtcatcctg 


120 


ggctcccctg 


cacaccgggc tggtctgcgg cctggtgatg tgattttggc cattggggag 


180 


cagatggtac 


aaaatgctga agatgtttat gaagctgttc gaacccaatc ccagttggca 


240 


gtgcagatcc 


ggcggggacg agaaacactg accttatatg tgacccctga ggtcacagaa 


300 


<210> 41 

<211> 12 

<212> DNA 

<213> Homo sapiens 




<400> 41 
gccgtcccta 


gc 


12 


<210> 42 

<211> 2589 

<212> DNA 

<213> Homo sapiens 




<400> 42 
tctaagtagt 


atcttggaaa ttcagagaga tactcatcct acctgaatat aaactgagat 


60 


aaatccagta 


aagaaagtgt agtaaattct acataagagt ctatcattga tttcttttgg 


120 


tggtaaaaat 


cttagttcat gtgaagaaat ttcatgtgaa tgttttagct atcaaacagc 


180 


actgtcacct 


actcatgcac aaaactgcct cccaaagact tttcccaggt ccctcgtatc 


240 


aaaacattaa 


gagtataatg gaagatagca cgatcttgtc agattggaca aacagcaaca 


300 


aacaaaaaat 


gaagtatgac ttttcctgtg aactctacag aatgtctaca tattcaactt 


360 


tccccgccgg 


ggtgcctgtc tcagaaagga gtcttgctcg tgctggtttt tattatactg 


420 


gtgtgaatga 


caaggtcaaa tgcttctgtt gtggcctgat gctggataac tggaaactag 


480 


gagacagtcc 


tattcaaaag cataaacagc tatatcctag ctgtagcttt attcagaatc 


540 


tggtttcagc 


tagtctggga tccacctcta agaatacgtc tccaatgaga aacagttttg 


600 


cacattcatt 


atctcccacc ttggaacata gtagcttgtt cagtggttct tactccagcc 


660 


tttctccaaa 


ccctcttaat tctagagcag ttgaagacat ctcttcatcg aggactaacc 


720 


cctacagtta 


tgcaatgagt actgaagaag ccagatttct tacctaccat atgtggccat 


780 



taactttttt 


atcaccatca 

V V* XA V_p V— XA W XA 


aaattaacaa 

i* 4* c c \^ y C V* 


aaactaattt 

y **y y y 


ttattatata 

V CM C C \A. C U C *A 


aaacctaaaa 

y y civ_ v_ cyyay 


840 


ataaaataac 


ctactttacc 

v. c y v- c v. v.y v— 


tataataaaa 
L y L yy L yyy a 


aactcaataa 

ciy v, cv>ay uuu 


ctaaaaacca 

c c y y y uca \.vu 


aaaaataata 

33 c y ci cy 


900 


ctatgtcaga 


acaccaaaaa 

V% X* XA V_» V* XA Xj XA XA XpJ 


cattttccca 


actatccatt 

v* \» cy c \_> u c c 


tttaaaaaat 

c c cy yuuuu c 


tctctaaaaa 

c c c x— c u y Cldd 


960 


ctctgaggtt 


tagcatttca 


aatctaaaca 

XA XA W X— V XJ XA XJ W XA 


tacaaacaca 

W WJ V— XA WJ XA W XA V— XA 


tacaactcaa 

LM\#lAM\i W W WJ XA 


ataaaaacat 

XA W WJ XA WJ XA XA X» VA W 


1020 


ttatgtactg 


accatctaat 

X_* X— XA V- X* X- Wl VJ W 


attccaattc 

y c c v. c vty c c c» 


aacctaaaca 

uy»" v 3 3 


acttacaaat 

y c v. c y c uciy c 


actaattttt 

y c> c y y c c c c c 


1080 


attatgtggg 


tcgcaatgat 


gatgtcaaat 


acttttqttq 

XJ V— w W W W XJ W W XJ 


taataataac 

w xj wx w Xj XJ w WJ M w. 


ttaaaatatt 

c wyuyy y c v. 


1140 


gggaatctgg 


agatgatcca 


tgggtagaac 


atgccaagtg 


gtttccaagg 


tgtgag ttct 


1200 


tqatacqaat 


gaaaggccaa 


qaqtttqttq 

3 3 3 3 


atgagattca 


aggtagatat 


cctcatcttc 


1260 


ttgaacagct 


gttgtcaact 


tcagatacca 


ctggagaaga 


aaatgctgac 


ccaccaatta 


1320 


ttcattttgg 


acctggagaa 


aattcttcaa 

J_J W W V_- V- W V_ XA VJ 


aaaatactat 

****y y 3 


cataataaat 

V. V* C \A %A c y uu c 


acacctataa 

«av-uv>v> cy cyy 


1380 


ttaaatctgc 


cttaaaaata 

V- W W XA WJ XA XA V4 L. XA 


aactttaata 

y y c c c c uu c u 


aaaacctaat 

y ci y t*. V— v_ c y y c 


aaaacaaaca 

y nau c clcl u\.u 


attcaaaata 

y c c c ci ci ci y ca 


1440 


aaatcctgac 


aactaaaaaa 

Wl WJ XA WJ vA WJ 


aactataaaa 

c*c*c cuucici 


caattaataa 

v»ny c c uu c y ci 


tattatatra 

c u c c y c y lv.u 


acacttctaa 

y cue c c c c ci ci 


1500 


atgctgaaga 


taaaaaaaaa 


aaaaaaaaaa 

y *■* y y **y y **y 


aaaaaaaaca 


aactaaaaaa 

Qyv. v_ y ci ci y ci ci 


ataacatcaa 

ci c y y c ci c c ci y 


1560 

-C j cy c/ 


atgatttgtc 


attaattcgg 


aaaaacaaaa 

W*AM XA XA X»IA\i U XA 


taactctctt 

v. y y v. c x*- c c c 


tcaacaatta 


acatatatac 

uca c y cy cy c 


1620 


ttcctatcct 


aaataatctt 

VJ V* *A V XA XA W V- V- W 


ttaaaaacca 

«- LUUUMM CCd 


atataattaa 

ci i_ y c ci ci c c ct ct 


taaacaaaaa 

c ci cici c ciy y Cl CL 


cataatatta 

v_ ci Lua ca c ca 


1680 


ttaaacaaaa 


aacacaaata 


cctttacaaa 


caaaaaaart 

3 3 3 


aattaatacc 

ya c iua c cl v_ v_ 


attttaatta 


1740 


aaaaaaatac 


tacaaccaac 

C y ^y y c UUV 


atcttcaaaa 


actatrtaaa 

civ- uy i\. uctcici 


aaaaattaa c 

ayaaa v_ Ly uc 


trtarattot 

LL, c Ly L 


1800 


ataagaactt 


atttataaat 

XA WWW VJ V VJ VJ XA W 


aaaaatataa 

uumuu C u cy t* 


aatatattcc 

ciy c ci i_ ci c i_ v. v. 


aaraaaaaat 

aav.ciyauya u 


atttraaatr 

y L c c Lay y LL 


1860 


tqtcactqqa 


agaacaattg 


aaaaaattac 


aaaaaaaaca 


aacttataaa 

ci ci v_ c c y c ci ci ci 


atatatataa 

y **3 v 3 ^- w 33 


1920 


acaaagaagt 


ttctattata 

V W V* V. VJ X- W XA V* 1*4. 


tttattcctt 


ataatcatct 

y c y y l VwU tc u 


aataatatac 


raaaaatata 

Layyaa c y cy 


1980 


ccccttctct 


aagaaaatgc 


cctatttaca 

\* V* X_ XA WWW VJ W WX 


aaaatataat 

yyyy c ci tuu w 


caaaaatact 

cciciyy y Lac c 


attcatacat 

y c LLy c ci v_ ci c 


2040 


ttctctctta 


aaaaaaaata 


atctatattt 

y \- v. u c u b k v. 


taacctacat 


aaaaaaatct 

aaaaayy c c c 


ttaaaatatt 

c c cici cici ca c c 


2100 


attaaacact 


taaaarcatr 

cyaaycca cc. 


taaantaaaa 

laacLy luuuu 


ay y y c\ci l c cl l 


y ay llll llq 


7k ttant^^r*a 

a L Lay LaaLa 


71 fiO 


ttcatattct 

W V* V*. VA W W W V- W 


aatctacttt 

uy c c c y v c c c 


aatactaata 

yy v_ ci V- c au ua 


atcttatttc 


toaaaaoatci 

Lyaaaay a Ly 


ata t ra ta t a 

y La LLa ca ca 


2220 


tttaatctta 

V. 1- C CI CI C V- C C CI 


atctatttat 

a c c- cy c c Lu L 


c L-ci v^ciciy y y a. 


ana ttt Atnt 
ay a. l l La Ly l 


l Lyy LyaaL l 


a La L Lay La L 


C.£.0\J 


at: a t at at a c 

y c u c y c y i.uc 


rtaaaaaaat 

v_ i_ aay y y a y *~ 


^ntntr^rtn 

ay uy i_i.cn. u. y 


rttnttptnr 


dLLaL L L Lay 


nanttartnn 
yay l LaL. tyy 


L- ->tL/ 


atttgttgtt 


ctttcagaaa 


gctttgaata 


ctaaattata 


gtgtagaaaa 


gaactggaaa 


2400 


ccaggaactc 


tggagttcat 


cagagttatg 


gtgccgaatt 


gtctttggtg 


cttttcactt 


2460 


gtgttttaaa 


ataaggattt 


ttctcttatt 


tctcccccta 


gtttgtgaga 


aacatctcaa 


2520 


taaagtgctt 


taaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2580 



aaaaaaaaa 2589 



<210> 43 
<211> 2589 



<212> DNA 

<213> Homo sapiens 



<400> 43 
tctaagtagt 


atcttggaaa 


ttcagagaga 


tactcatcct 


acctgaatat 


aaactgagat 


60 


aaatccagta 


aagaaagtgt 


agtaaattct 


acataagagt 


ctatcattga 


tttcttttgg 


120 


tggtaaaaat 


cttagttcat 


gtgaagaaat 


ttcatgtgaa 


tgttttagct 


atcaaacagc 


180 


actgtcacct 


actcatgcac 


aaaactgcct 


cccaaagact 


tttcccaggt 


ccctcgtatc 


240 


aaaacattaa 


gagtataatg 


gaagatagca 


cgatcttgtc 


agattggaca 


aacagcaaca 


300 


aacaaaaaat 


gaagtatgac 


ttttcctgtg 


aactctacag 


aatgtctaca 


tattcaactt 


360 


tccccgccgg 


ggtgcctgtc 


tcagaaagga 


gtcttgctcg 


tgctggtttt 


tattatactg 


420 


gtgtgaatga 


caaggtcaaa 


tgcttctgtt 


gtggcctgat 


gctggataac 


tggaaactag 


480 


gagacagtcc 


tattcaaaag 


cataaacagc 


tatatcctag 


ctgtagcttt 


attcagaatc 


540 


tggtttcagc 


tagtctggga 


tccacctcta 


agaatacgtc 


tccaatgaga 


aacagttttg 


600 


cacattcatt 


atctcccacc 


ttggaacata 


gtagcttgtt 


cagtggttct 


tactccagcc 


660 


tttctccaaa 


ccctcttaat 


tctagagcag 


ttgaagacat 


ctcttcatcg 


aggactaacc 


720 


cctacagtta 


tgcaatgagt 


actgaagaag 


ccagatttct 


tacctaccat 


atgtggccat 


780 


taactttttt 


gtcaccatca 


gaattggcaa 


gagctggttt 


ttattatata 


ggacctggag 


840 


atagggtagc 


ctgctttgcc 


tgtggtggga 


agctcagtaa 


ctgggaacca 


aaggatgatg 


900 


ctatgtcaga 


acaccggagg 


cattttccca 


actgtccatt 


tttggaaaat 


tctctagaaa 


960 


ctctgaggtt 


tagcatttca 


aatctgagca 


tgcagacaca 


tgcagctcga 


atgagaacat 


1020 


ttatgtactg 


gccatctagt 


gttccagttc 


agcctgagca 


gcttgcaagt 


gctggttttt 


1080 


attatgtggg 


tcgcaatgat 


gatgtcaaat 


gcttttgttg 


tgatggtggc 


ttgaggtgtt 


1140 


gggaatctgg 


agatgatcca 


tgggtagaac 


atgccaagtg 


gtttccaagg 


tgtgagttct 


1200 


tgatacgaat 


gaaaggccaa 


gagtttgttg 


atgagattca 


aggtagatat 


cctcatcttc 


1260 


ttgaacagct 


gttgtcaact 


tcagatacca 


ctggagaaga 


aaatgctgac 


ccaccaatta 


1320 


ttcattttgg 


acctggagaa 


agttcttcag 


aagatgctgt 


catgatgaat 


acacctgtgg 


1380 


ttaaatctgc 


cttggaaatg 


ggctttaata 


gagacctggt 


gaaacaaaca 


gttcaaagta 


1440 


aaatcctgac 


aactggagag 


aactataaaa 


cagttaatga 


tattgtgtca 


gcacttctaa 


1500 


atgctgaaga 


tgaaaaaaga 


gaggaggaga 


aggaaaaaca 


agctgaagaa 


atggcatcag 


1560 


atgatttgtc 


attaattcgg 


aagaacagaa 


tggctctctt 


tcaacaattg 


acatgtgtgc 


1620 


ttcctatcct 


ggataatctt 


ttaaaggcca 


atgtaattaa 


taaacaggaa 


catgatatta 


1680 


ttaaacaaaa 


aacacagata 


cctttacaag 


cgagagaact 


gattgatacc 


attttggtta 


1740 


aaggaaatgc 


tgcggccaac 


atcttcaaaa 


actgtctaaa 


agaaattgac 


tctacattgt 


1800 


ataagaactt 


atttgtggat 


aagaatatga 


agtatattcc 


aacagaagat 


gtttcaggtc 


1860 



tgtcactgga 


agaacaattg 


aggaggttgc aagaagaacg 


aacttgtaaa 


gtgtgtatgg 


1920 


acaaagaagt 


ttctgttgta 


tttattcctt gtggtcatct 


ggtagtatgc 


caggaatgtg 


1980 


ccccttctct 


aagaaaatgc 


cctatttgca ggggtataat 


caagggtact 


gttcgtacat 


2040 


ttctctctta 


aagaaaaata 


gtctatattt taacctgcat 


aaaaaggtct 


ttaaaatatt 


2100 


gttgaacact 


tgaagccatc 


taaagtaaaa agggaattat 


gagtttttca 


attagtaaca 


2160 


ttcatgttct 


agtctgcttt 


ggtactaata atcttgtttc 


tgaaaagatg 


gtatcatata 


2220 


tttaatctta 


atctgtttat 


ttacaaggga agatttatgt 


ttggtgaact atattagtat 


2280 


gtatgtgtac 


ctaagggagt 


agtgtcactg cttgttatgc 


atcatttcag 


gagttactgg 


2340 


atttgttgtt 


ctttcagaaa 


gctttgaata ctaaattata 


gtgtagaaaa gaactggaaa 


2400 


ccaggaactc 


tggagttcat 


cagagttatg gtgccgaatt 


gtctttggtg 


cttttcactt 


2460 


gtgttttaaa 


ataaggattt 


ttctcttatt tctcccccta 


gtttgtgaga 


aacatctcaa 


2520 


taaagtgctt 


taaaaaaaaa 


aaaaaaaaaa aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2580 


aaaaaaaaa 










2589 



<210> 44 

<211> 325 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Ala val Pro Ser Pro Pro Pro Ala ser Pro Arg Ser Gin Tyr Asn Phe 
15 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

He Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie ser Asn 
35 40 45 

Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

His Val Val Ala Asp Arg Arg Arg Val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 



Asp Thr Tyr Glu Ala Val Val Thr Ala Val Asp Pro val Ala Asp lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 



Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val Val Ala Met Gly 
115 120 125 



Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser ser 
130 135 140 

S 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 * 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Ser Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn ser ser Ser Gly lie Ser Gly Ser 
210 215 220 

Gin Arg Arg Tyr lie Gly val Met Met Leu Thr Leu Ser Pro Ser lie 
225 " 230 235 240 

Leu Ala Glu Leu Gin Leu Arg Glu Pro Ser Phe Pro Asp val Gin His 
245 ~ 250 255 

Gly val Leu lie His Lys val lie Leu Gly Ser Pro Ala His Arg Ala 
260 265 270 

Gly Leu Arg Pro Gly Asp val lie Leu Ala lie Gly Glu Gin Met Val 
275 280 285 

Gin Asn Ala Glu Asp val Tyr Glu Ala val Arg Thr Gin Ser Gin Leu 
290 295 300 

Ala val Gin lie Arg Arg Gly Arg Glu Thr Leu Thr Leu Tyr val Thr 
305 310 315 320 

Pro Glu val Thr Glu 
325 

<210> 45 

<211> 325 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 



<220> 

<221> MISC_FEATURE 

<222> (95) . . (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 45 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 1 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie Val Thr Asn Ala 
50 55 60 

Xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp Val Arg Gin Gly Glu Phe val Val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly He val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val He Gly Val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn ser ser ser Gly lie Ser Gly ser 



210 215 220 

Gin Arg Arg Tyr lie Gly val Met Met Leu Thr Leu Ser Pro Ser lie 
225 " 230 235 240 

Leu Ala Glu Leu Gin Leu Arg Glu Pro Ser Phe Pro Asp Val Gin His 
245 250 255 

Gly Val Leu lie His Lys val He Leu Gly ser Pro Ala His Arg Ala 
260 265 270 

Gly Leu Arg Pro Gly Asp val lie Leu Ala lie Gly Glu Gin Met val 
275 280 285 

Gin Asn Ala Glu Asp Val Tyr Glu Ala Val Arg Thr Gin Ser Gin Leu 
290 295 300 

Ala Val Gin lie Arg Arg Gly Arg Glu Thr Leu Thr Leu Tyr val Thr 
305 310 315 320 

Pro Glu val Thr Glu 
325 

<210> 46 

<211> 325 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = Ala, Asp, Asn, Cys, Glu, Gin, Gly, lie, Leu, Met, Pro, Ser, 
Thr, val 

<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Ala, Gly, lie, Leu, Met, Phe, Pro, Ser, Trp, Tyr, val 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 46 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val Val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 _ 45 



Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 ~ 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu Val Asn Leu Asp Gly Glu val lie Gly Val Asn Thr Met Lys Val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn ser ser Ser Gly lie ser Gly ser 
210 215 220 

Gin Arg Arg Tyr lie Gly Val Met Met Leu Thr Leu Ser Pro Ser lie 
225 ' " 230 235 240 

Leu Ala Glu Leu Gin Leu Arg Glu Pro Ser Phe Pro Asp Val Gin His 
245 250 255 

Gly val Leu lie His Lys val lie Leu Gly Ser Pro Ala His Arg Ala 
260 265 270 

Gly Leu Arg Pro Gly Asp val lie Leu Ala lie Gly Glu Gin Met val 
275 280 285 



Gin Asn Ala Glu Asp val Tyr Glu Ala Val Arg Thr Gin Ser Gin Leu 
290 295 300 



Ala Val Gin lie Arg Arg Gly Arg Glu Thr Leu Thr Leu Tyr Val Thr 
305 310 315 320 

Pro Glu val Thr Glu 
325 

<210> 47 

<211> 325 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 
<222> (65).. (65) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, ser, Thr, val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (95).. (95) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, ser, Thr, val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (173).. (173) 

<223> Xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Thr, val, Trp, Tyr, Asx, Glx 

<400> 47 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
15 10 15 

lie Ala Asp val Val Glu Lys Thr Ala Pro Ala Val Val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val Val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val Val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 



Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 " 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn Ser ser Ser Gly lie Ser Gly Ser 
210 215 220 

Gin Arg Arg Tyr lie Gly val Met Met Leu Thr Leu Ser Pro Ser lie 
225 230 235 240 

Leu Ala Glu Leu Gin Leu Arg Glu Pro Ser Phe Pro Asp val Gin His 
245 250 255 

Gly val Leu lie His Lys Val lie Leu Gly Ser Pro Ala His Arg Ala 
260 265 270 

Gly Leu Arg Pro Gly Asp val lie Leu Ala lie Gly Glu Gin Met val 
275 280 285 

Gin Asn Ala Glu Asp val Tyr Glu Ala val Arg Thr Gin ser Gin Leu 
290 295 300 

Ala val Gin lie Arg Arg Gly Arg Glu Thr Leu Thr Leu Tyr val Thr 
305 310 315 320 

Pro Glu val Thr Glu 
325 

<210> 48 

<211> 225 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Ala Val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 



lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu Val Pro lie Ser Asn 

35 "' 40 45 

Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

His val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala Asp lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie Val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 " 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn ser Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser 
210 215 220 

Gin 
225 

<210> 49 

<211> 225 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 
<222> (65).. (65) 



<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> Xaa = Ser 

<400> 49 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 " 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 " 40 ~ 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie Val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 " 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg He Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr ser Gly lie val ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 ' 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 



Leu His Arg Gly Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser 
210 215 220 

Gin 
225 

<210> 50 

<211> 225 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = Ala, Asp, Asn, Cys, Glu, Gly, lie, Leu, Met, Pro, Ser, Thr, 
val 

<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Ala, Gly, lie, Leu, Met, Phe, Pro, Ser, Trp, Tyr, val 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 50 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val Val Glu Lys Thr Ala Pro Ala val Val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu Val Pro lie ser Asn 
35 40 45 

Gly ser Gly Phe Val Val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

Xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa He 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp Val Arg Gin Gly Glu Phe val Val Ala Met Gly 
115 120 125 



Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 " 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys Val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn Ser ser ser Gly lie Ser Gly Ser 
210 ~ 215 220 

Gin 

225 

<210> 51 

<211> 225 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 
<222> (65).. (65) 

<223> xaa = Ala, cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, ser, Thr, val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (95).. (95) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Ser, Thr, val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (173).. (173) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Thr, val, Trp, Tyr, Asx, Glx 

<400> 51 

Ala val Pro ser Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

He Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 " 40 ~ 45 



Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 '60 

xaa Val Val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 * " 75 80 

Asp Thr Tyr Glu Ala Val val Thr Ala val Asp Pro Val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp Val Arg Gin Gly Glu Phe val Val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr ser Gly lie val Ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn Ser Ser ser Gly lie Ser Gly Ser 
210 215 220 

Gin 

225 



<210> 52 

<211> 321 

<212> PRT 

<213> Homo sapiens 

<400> 52 

Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe lie Ala Asp val 
1 5 " 10 15 

Val Glu Lys Thr Ala Pro Ala Val val Tyr lie Glu lie Leu Asp Arg 
20 25 30 

His Pro Phe Leu Gly Arg Glu Val Pro lie Ser Asn Gly Ser Gly Phe 



35 



40 



45 



val val Ala Ala Asp Gly Leu lie val Thr Asn Ala His val val Ala 
50 55 60 

Asp Arg Arg Arg Val Arg val Arg Leu Leu Ser Gly Asp Thr Tyr Glu 
65 " 70 75 80 

Ala val val Thr Ala Val Asp Pro Val Ala Asp lie Ala Thr Leu Arg 
85 90 95 

lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu Gly Arg Ser Ala 
100 105 110 

Asp val Arg Gin Gly Glu Phe val val Ala Met Gly Ser Pro Phe Ala 
115 120 125 

Leu Gin Asn Thr lie Thr ser Gly lie Val Ser Ser Ala Gin Arg Pro 
130 135 140 

Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu Tyr lie Gin Thr 
145 150 155 160 

Asp Ala Ala lie Asp Phe Gly Asn Ser Gly Gly Pro Leu val Asn Leu 
165 170 175 

Asp Gly Glu Val lie Gly Val Asn Thr Met Lys val Thr Ala Gly lie 
180 185 190 

ser Phe Ala lie Pro ser Asp Arg Leu Arg Glu Phe Leu His Arg Gly 
195 200 205 

Glu Lys Lys Asn ser Ser ser Gly lie Ser Gly Ser Gin Arg Arg Tyr 
210 215 220 

lie Gly val Met Met Leu Thr Leu Ser Pro Ser lie Leu Ala Glu Leu 
225 230 235 240 

Gin Leu Arg Glu Pro Ser Phe Pro Asp val Gin His Gly val Leu lie 
245 250 255 

His Lys Val lie Leu Gly Ser Pro Ala His Arg Ala Gly Leu Arg Pro 
260 265 " 270 

Gly Asp val lie Leu Ala lie Gly Glu Gin Met Val Gin Asn Ala Glu 
275 280 285 



Asp val Tyr Glu Ala val Arg Thr Gin Ser Gin Leu Ala val Gin lie 
290 295 300 



Arg Arg Gly Arg Glu Thr Leu Thr Leu Tyr val Thr Pro Glu val Thr 
305 ~ 310 315 320 



Glu 



<210> 53 

<211> 325 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (4) 

<223> xaa = Any Amino Acid or Absent 
<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> Xaa = Ser 

<400> 53 

Xaa xaa Xaa xaa Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
15 10 15 

He Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 ~ 45 

Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala Val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 



Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 



Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly He val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn ser Ser ser Gly lie Ser Gly Ser 
210 215 220 

Gin Arg Arg Tyr lie Gly val Met Met Leu Thr Leu Ser Pro Ser lie 
225 230 235 240 

Leu Ala Glu Leu Gin Leu Arg Glu Pro ser Phe Pro Asp val Gin His 
245 250 255 

Gly Val Leu lie His Lys val lie Leu Gly Ser Pro Ala His Arg Ala 
260 265 270 

Gly Leu Arg Pro Gly Asp val lie Leu Ala lie Gly Glu Gin Met val 
275 280 285 

Gin Asn Ala Glu Asp val Tyr Glu Ala Val Arg Thr Gin Ser Gin Leu 
290 295 300 

Ala Val Gin lie Arg Arg Gly Arg Glu Thr Leu Thr Leu Tyr val Thr 
305 310 315 320 

Pro Glu val Thr Glu 
325 

<210> 54 

<211> 221 

<212> PRT 

<213> Homo sapiens 

<400> 54 

Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe lie Ala Asp val 



15 10 15 

val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu lie Leu Asp Arg 
20 25 30 

His Pro Phe Leu Gly Arg Glu val Pro lie ser Asn Gly Ser Gly Phe 
35 " 40 45 

val val Ala Ala Asp Gly Leu lie val Thr Asn Ala His val val Ala 
50 55 60 

Asp Arg Arg Arg Val Arg Val Arg Leu Leu Ser Gly Asp Thr Tyr Glu 
65 " " " 70 75 80 

Ala val val Thr Ala val Asp Pro Val Ala Asp lie Ala Thr Leu Arg 
85 90 95 

lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu Gly Arg ser Ala 
100 105 110 

Asp val Arg Gin Gly Glu Phe val val Ala Met Gly Ser Pro Phe Ala 
115 120 125 

Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser Ala Gin Arg Pro 
130 135 140 

Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu Tyr lie Gin Thr 
145 ~ 150 155 160 

Asp Ala Ala lie Asp Phe Gly Asn Ser Gly Gly Pro Leu Val Asn Leu 
165 170 175 

Asp Gly Glu Val lie Gly val Asn Thr Met Lys val Thr Ala Gly lie 
180 185 190 

Ser Phe Ala lie Pro ser Asp Arg Leu Arg Glu Phe Leu His Arg Gly 
195 200 205 

Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser Gin 
210 215 220 

<210> 55 

<211> 225 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISCFEATURE 

<222> CD.. (4) 

<223> xaa = Any Amino Acid or Absent 



<220> 

<221> MISC_FEATURE 

<222> ,,(65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 55 

xaa xaa xaa Xaa Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
15 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala Xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val Val Ala Met Gly 
115 120 125 

ser pro Phe Ala Leu Gin Asn Thr He Thr ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 " 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 



Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser 
210 215 220 

Gin 
225 



<210> 56 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<400> 56 

Ala Val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala Val Val Tyr He Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 ' 60 

His val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala Asp lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr ser Gly lie val ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 ' 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Ser Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 



180 



185 



190 



Thr Ala Gly lie ser Phe Ala lie Pro ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 



<210> 57 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 57 

Ala Val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala Val Val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro He Ser Asn 
35 40 45 

Gly Ser Gly Phe val Val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu ser Gly 
65 70 ~ 75 80 

Asp Thr Tyr Glu Ala Val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe Val val Ala Met Gly 
115 120 125 



Ser Pro Phe Ala Leu Gin Asn Thr lie Thr ser Gly lie val Ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 

<210> 58 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = Ala, Asp, Asn, Cys, Glu, Gin, Gly, lie, Leu, Met, Pro, Ser, 
Thr, Val 

<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Ala, Gly, lie, Leu, Met, Phe, Pro, Ser, Trp, Tyr, val 
<220> 

<221> MISC_FEATURE 

<222> (173) . . (173) 

<223> Xaa = Ser 

<400> 58 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
15 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 



xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala Val Asp Pro Val Ala Xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp Val Arg Gin Gly Glu Phe Val Val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Xaa Gly Gly Pro 
165 170 175 

Leu Val Asn- Leu Asp Gly Glu val lie Gly Val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 

<210> 59 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 
<222> (65). .(65) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, ser, Thr, val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (95).. (95) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Ser, Thr, Val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (173). .(173) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Thr, val, Trp, Tyr, Asx, Glx 

<400> 59 



Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp Val Val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

Xaa Val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr He Thr Ser Gly lie val ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 



<210> 60 

<211> 208 

<212> PRT 

<213> Homo sapiens 

<400> 60 

Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe lie Ala Asp val 



15 10 15 

val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu lie Leu Asp Arg 
20 25 30 

His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn Gly Ser Gly Phe 
35 ~ 40 45 

val val Ala Ala Asp Gly Leu lie Val Thr Asn Ala His val val Ala 
50 55 60 

Asp Arg Arg Arg Val Arg val Arg Leu Leu Ser Gly Asp Thr Tyr Glu 
65 70 " 75 80 

Ala val val Thr Ala val Asp Pro val Ala Asp lie Ala Thr Leu Arg 
85 90 95 

lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu Gly Arg Ser Ala 
100 105 110 

Asp Val Arg Gin Gly Glu Phe Val val Ala Met Gly Ser Pro Phe Ala 
115 120 125 

Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser Ala Gin Arg Pro 
130 135 140 

Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu Tyr lie Gin Thr 
145 150 155 160 

Asp Ala Ala lie Asp Phe Gly Asn ser Gly Gly Pro Leu val Asn Leu 
165 170 175 

Asp Gly Glu Val lie Gly Val Asn Thr Met Lys val Thr Ala Gly lie 
180 185 190 

Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe Leu His Arg Gly 
195 200 205 

<210> 61 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1)..(4) 

<223> xaa = Any Amino Acid or Absent 
<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 



<223> Xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 61 

xaa xaa xaa xaa Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 15 

He Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly, Arg Glu val Pro lie ser Asn 
35 " 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu He val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly Val Asn Thr Met Lys Val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 



Leu His Arg Gly 
210 



<210> 62 

<211> 210 

<212> PRT 

<213> Homo sapiens 

<400> 62 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

His Val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala Asp lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr ser Gly He val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Ser Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 



Leu His 



210 



<210> 63 

<211> 210 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> Xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 63 

Ala Val Pro Ser Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
15 10 15 

lie Ala Asp val Val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu Val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

Xaa Val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 



Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His 
210 

<210> 64 

<211> 210 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = Ala, Asp, Asn, Cys, Glu, Gin, Gly, lie, Leu, Met, Pro, ser, 
Thr, val 

<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Ala, Gly, lie, Leu, Met, Phe, Pro, Ser, Trp, Tyr, val 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 64 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

He Ala Asp val Val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie ser Asn 
35 40 45 

Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

Xaa Val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 



Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie Val Ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 ~ 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His 
210 

<210> 65 

<211> 210 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 
<222> (65).. (65) 

<223> Xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Ser, Thr, val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (95).. (95) 

<223> xaa = Ala, cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Ser, Thr, val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (173).. (173) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Thr, Val, Trp, Tyr, asx, Glx 

<400> 65 

Ala val Pro Ser pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 " 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 



lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr He Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 



Leu His 
210 



<210> 66 

<211> 212 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (54).. (54) 

<223> xaa = Deleted Amino Acid 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> Xaa = His, Lys, Arg, Phe, Tyr, Trp 



<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> Xaa = Ser 

<400> 66 

Ala val Pro ser Pro Pro Pro Ala ser pro Arg ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu Val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val xaa Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 * 60 

Xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 ' " 75 80 

Asp Thr Tyr Glu Ala Val val Thr Ala val Asp Pro val Ala Xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp Val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr ser Gly lie Val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala«Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly He Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 



Leu His Arg Gly 



210 

<210> 67 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (77).. (77) 

<223> Xaa = Deleted Amino Acid 

<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> Xaa = Ser 

<400> 67 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp Val Val Glu Lys Thr Ala Pro Ala val Val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa Val val Ala Asp Arg Arg Arg val Arg val Arg xaa Leu Ser Gly 
65 70 " 75 ~ 80 

Asp Thr Tyr Glu Ala val Val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr ser Gly lie val Ser Ser 
130 135 140 



Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 



Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Xaa Gly Gly Pro 
165 170 175 



Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 



Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 



Leu His Arg Gly 
210 



<210> 68 

<211> 212 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = Ala, Asp, Asn, Cys, Glu, Gin, Gly, lie, Leu, Met, Pro, Ser, 
Thr, val 

<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Ala, Gly, lie, Leu, Met, Phe, Pro, Ser, Trp, Tyr, val 
<220> 

<221> MISC_FEATURE 

<222> (124).. (124) 

<223> Xaa = Deleted Amino Acid 

<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = ser 

<400> 68 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 

15 10 15 



lie Ala Asp Val Val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 



lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie ser Asn 
35 ~ 40 45 



Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 



xaa val val Ala Asp Arg Arg Arg val Arg Val Arg Leu Leu Ser Gly 
65 70 ~ 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala Xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe xaa val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr ser Gly lie val Ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 ~ 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val He Gly Val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie ser Phe Ala lie Pro ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 

<210> 69 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<220> 

<221> MISC_FEATURE 



<222> (177).. (177) 

<223> Xaa = Deleted Amino Acid 

<400> 69 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
15 10 15 

He Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr He Glu 
20 25 30 

He Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 "75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

ser Pro Phe Ala Leu Gin Asn Thr lie Thr ser Gly lie val Ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

xaa val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie ser Phe Ala lie Pro ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 

<210> 70 

<211> 206 

<212> PRT 

<213> Homo sapiens 



<400> 70 

Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe lie Ala Asp val 
1 5 10 15 

val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu lie Leu Asp Arg 
20 25 30 

His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn Gly Ser Gly Phe 
35 " 40 45 

val val Ala Ala Asp Gly Leu lie val Thr Asn Ala His val Val Ala 
50 55 60 

Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly Asp Thr Tyr Glu 
65 70 75 80 

Ala val val Thr Ala Val Asp Pro val Ala Asp lie Ala Thr Leu Arg 
85 90 95 

lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu Gly Arg Ser Ala 
100 105 110 

Asp val Arg Gin Gly Glu Phe val val Ala Met Gly Ser pro Phe Ala 
115 120 125 

Leu Gin Asn Thr lie Thr ser Gly lie val Ser Ser Ala Gin Arg Pro 
130 135 140 

Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu Tyr lie Gin Thr 
145 150 155 160 

Asp Ala Ala lie Asp Phe Gly Asn Ser Gly Gly Pro Leu val Asn Leu 
165 170 175 

Asp Gly Glu val lie Gly val Asn Thr Met Lys val Thr Ala Gly lie 
180 185 190 

Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe Leu His 
195 200 ' 205 

<210> 71 

<211> 210 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (4) 

<223> Xaa = Any Amino Acid or Absent 



<220> 

<221> MISC_FEATURE 

<222> C65)..(65) 

<223> Xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 71 

xaa xaa xaa xaa Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 



Thr Ala Gly lie Ser Phe Ala lie Pro ser Asp Arg Leu Arg Glu Phe 
195 200 205 



Leu His 
210 



<210> 72 

<211> 212 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (1)..(4) 

<223> xaa = Any Amino Acid or Absent 
<220> 

<221> MISC_FEATURE 

<222> (54).. (54) 

<223> xaa = Deleted Amino Acid 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> Xaa = Ser 

<400> 72 

xaa xaa xaa xaa Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 

1 5 10 " 15 



lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 



lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 ~ 45 



Gly Ser Gly Phe val xaa Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 



xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 ~ 75 80 



Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 



Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 



Gly Arg ser Ala Asp Val Arg Gin Gly Glu Phe val Val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie Val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr He Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys Val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 



<210> 73 

<211> 212 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (1)..(4) 

<223> xaa = Any Amino Acid or Absent 
<220> 

<221> MISC_FEATURE 

<222> (65) . . (65) 

<223> Xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (77).. (77) 

<223> Xaa = Deleted Amino Acid 

<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 73 



xaa xaa xaa xaa Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 ' 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala Val Val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg xaa Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg He Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie Val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 " 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly He Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 

<210> 74 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 



<222> (1) . . (4) 

<223> xaa = Any Amino Acid or Absent 
<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (124).. (124) 

<223> xaa = Deleted Amino Acid 

<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 74 

xaa Xaa xaa xaa Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 15 

He Ala Asp val Val Glu Lys Thr Ala Pro Ala Val Val Tyr He Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu Val Pro lie Ser Asn 
35 40 " 45 

Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa Val val Ala Asp Arg Arg Arg val Arg Val Arg Leu Leu Ser Gly 
65 70 ~ 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

t 

Gly Arg Ser Ala Asp Val Arg Gin Gly Glu Phe Xaa Val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 ' 155 160 



Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 



Leu val Asn Leu Asp Gly Glu val lie Gly Val Asn Thr Met Lys val 
180 185 190 



Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 



Leu His Arg Gly 
210 



<210> 75 

<211> 212 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (4) 

<223> xaa = Any Amino Acid or Absent 
<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> Xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<220> 

<221> MISC_FEATURE 

<222> (177).. (177) 

<223> Xaa = Deleted Amino Acid 

<400> 75 

xaa xaa xaa xaa Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 15 



lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 



lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 " 45 



Gly Ser Gly Phe Val Val Ala Ala Asp Gly Leu lie Val Thr Asn Ala 
50 55 60 



xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 ~ 75 * 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr ser Gly lie val Ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

xaa val Asn Leu Asp Gly Glu Val He Gly Val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 * 

Leu His Arg Gly 
210 

<210> 76 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 76 

Arg Arg Tyr lie Gly val Met Met Leu Thr Leu Ser Pro Ser lie Leu 
15 10 15 

Ala Glu Leu Gin Leu Arg Glu Pro Ser Phe Pro Asp Val Gin His Gly 
20 25 30 

val Leu lie His Lys val lie Leu Gly ser Pro Ala His Arg Ala Gly 
35 40 45 

Leu Arg pro Gly Asp val lie Leu Ala He Gly Glu Gin Met val Gin 
50 55 60 

Asn Ala Glu Asp val Tyr Glu Ala val Arg Thr Gin ser Gin Leu Ala 
65 70 75 80 



Val Gin lie Arg Arg Gly Arg Glu Thr Leu Thr Leu Tyr Val Thr Pro 
85 " 90 95 

Glu val Thr Glu 
100 

<210> 77 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 77 

Ala val Pro Ser 
1 



<210> 78 

<211> 618 

<212> PRT 

<213> Homo sapiens 

<400> 78 

Met His Lys Thr Ala ser Gin Arg Leu Phe Pro Gly Pro Ser Tyr Gin 
15 10 15 

Asn lie Lys Ser lie Met Glu Asp Ser Thr lie Leu Ser Asp Trp Thr 
20 25 30 

Asn Ser Asn Lys Gin Lys Met Lys Tyr Asp Phe Ser Cys Glu Leu Tyr 
35 40 45 

Arg Met Ser Thr Tyr Ser Thr Phe Pro Ala Gly val Pro val Ser Glu 
50 55 60 

Arg Ser Leu Ala Arg Ala Gly Phe Tyr Tyr Thr Gly val Asn Asp Lys 
65 70 75 80 

val Lys Cys Phe Cys Cys Gly Leu Met Leu Asp Asn Trp Lys Leu Gly 
85 90 95 

Asp Ser Pro lie Gin Lys His Lys Gin Leu Tyr Pro Ser Cys Ser Phe 
100 105 110 

lie Gin Asn Leu val Ser Ala Ser Leu Gly Ser Thr Ser Lys Asn Thr 
115 120 125 

Ser Pro Met Arg Asn Ser Phe Ala His Ser Leu Ser Pro Thr Leu Glu 
130 135 140 

His Ser Ser Leu Phe Ser Gly Ser Tyr Ser Ser Leu Ser Pro Asn Pro 



145 



150 



155 



160 



Leu Asn Ser Arg Ala Val Glu Asp lie Ser Ser Ser Arg Thr Asn Pro 



Tyr ser Tyr Ala Met Ser Thr Glu Glu Ala Arg Phe Leu Thr Tyr His 
180 185 ' 190 



Met Trp Pro Leu Thr Phe Leu Ser Pro Ser Glu Leu Ala Arg Ala Gly 
195 200 205 



Phe Tyr Tyr lie Gly Pro Gly Asp Arg Val Ala Cys Phe Ala Cys Gly 
210 215 220 



Gly Lys Leu Ser Asn Trp Glu Pro Lys Asp Asp Ala Met Ser Glu His 
225 230 235 240 



Arg Arg His Phe Pro Asn Cys Pro Phe Leu Glu Asn Ser Leu Glu Thr 
245 250 255 



Leu Arg Phe Ser lie Ser Asn Leu Ser Met Gin Thr His Ala Ala Arg 
260 265 270 



Met Arg Thr Phe Met Tyr Trp Pro Ser Ser val Pro Val Gin Pro Glu 
275 280 285 



Gin Leu Ala Ser Ala Gly Phe Tyr Tyr val Gly Arg Asn Asp Asp Val 
290 295 300 



Lys Cys Phe Cys Cys Asp Gly Gly Leu Arg Cys Trp Glu Ser Gly Asp 
305 310 315 320 



Asp Pro Trp val Glu His Ala Lys Trp Phe Pro Arg Cys Glu Phe Leu 
325 330 335 



lie Arg Met Lys Gly Gin Glu Phe Val Asp Glu lie Gin Gly Arg Tyr 
340 345 350 



Pro His Leu Leu Glu Gin Leu Leu Ser Thr Ser Asp Thr Thr Gly Glu 
355 360 365 



Glu Asn Ala Asp Pro Pro lie lie His Phe Gly Pro Gly Glu Ser Ser 
370 375 380 



Ser Glu Asp Ala val Met Met Asn Thr Pro val val Lys ser Ala Leu 
385 390 395 400 



Glu Met Gly Phe Asn Arg Asp Leu val Lys Gin Thr val Gin Ser Lys 



165 



170 



175 



405 



410 



415 



lie Leu Thr Thr Gly Glu Asn Tyr Lys Thr val Asn Asp lie Val Ser 
420 425 430 

' Ala Leu Leu Asn Ala Glu Asp Glu Lys Arg Glu Glu Glu Lys Glu Lys 
435 440 " 445 

Gin Ala Glu Glu Met Ala Ser Asp Asp Leu Ser Leu lie Arg Lys Asn 
450 455 460 

Arg Met Ala Leu Phe Gin Gin Leu Thr Cys val Leu Pro lie Leu Asp 
465 470 475 480 

Asn Leu Leu Lys Ala Asn val lie Asn Lys Gin Glu His Asp lie lie 
485 490 495 

Lys Gin Lys Thr Gin lie Pro Leu Gin Ala Arg Glu Leu lie Asp Thr 
500 505 510 

lie Leu Val Lys Gly Asn Ala Ala Ala Asn lie Phe Lys Asn Cys Leu 
515 520 525 

Lys Glu lie Asp Ser Thr Leu Tyr Lys Asn Leu Phe val Asp Lys Asn 
530 535 540 

Met Lys Tyr lie Pro Thr Glu Asp val Ser Gly Leu Ser Leu Glu Glu 
545 550 555 560 

Gin Leu Arg Arg Leu Gin Glu Glu Arg Thr Cys Lys val Cys Met Asp 
565 570 575 

Lys Glu val Ser val val Phe lie Pro Cys Gly His Leu Val val Cys 
580 585 590 

Gin Glu Cys Ala Pro Ser Leu Arg Lys Cys Pro lie Cys Arg Gly lie 
595 600 605 

lie Lys Gly Thr Val Arg Thr Phe Leu Ser 
610 615 

<210> 79 

<211> 604 

<212> PRT 

<213> Homo sapiens 

<400> 79 

Met Asn lie Val Glu Asn Ser lie Phe Leu Ser Asn Leu Met Lys Ser 
15 10 15 



Ala Asn Thr Phe Glu Leu Lys Tyr Asp Leu Ser Cys Glu Leu Tyr Arg 
20 25 30 

Met Ser Thr Tyr Ser Thr Phe Pro Ala Gly Val Pro val Ser Glu Arg 
35 40 45 

Ser Leu Ala Arg Ala Gly Phe Tyr Tyr Thr Gly Val Asn Asp Lys val 
50 55 60 

Lys Cys Phe Cys Cys Gly Leu Met Leu Asp Asn Trp Lys Arg Gly Asp 
65 70 75 80 

Ser Pro Thr Glu Lys His Lys Lys Leu Tyr Pro Ser Cys Arg Phe val 
85 90 95 

Gin Ser Leu Asn Ser val Asn Asn Leu Glu Ala Thr Ser Gin Pro Thr 
100 105 110 

Phe Pro Ser Ser val Thr Asn Ser Thr His Ser Leu Leu Pro Gly Thr 
115 120 125 

Glu Asn Ser Gly Tyr Phe Arg Gly Ser Tyr Ser Asn ser Pro Ser Asn 
130 135 140 

Pro val Asn ser Arg Ala Asn Gin Asp Phe Ser Ala Leu Met Arg Ser 
145 150 155 160 

Ser Tyr His Cys Ala Met Asn Asn Glu Asn Ala Arg Leu Leu Thr Phe 
165 170 ~ 175 

Gin Thr Trp Pro Leu Thr Phe Leu Ser Pro Thr Asp Leu Ala Lys Ala 
180 185 190 

Gly Phe Tyr Tyr lie Gly Pro Gly Asp Arg Val Ala Cys Phe Ala Cys 
195 200 ~ 205 

Gly Gly Lys Leu Ser Asn Trp Glu Pro Lys Asp Asn Ala Met Ser Glu 
210 215 220 

His Leu Arg His Phe Pro Lys Cys Pro Phe lie Glu Asn Gin Leu Gin 
225 230 235 240 

Asp Thr Ser Arg Tyr Thr Val Ser Asn Leu Ser Met Gin Thr His Ala 
245 250 255 

Ala Arg Phe Lys Thr Phe Phe Asn Trp Pro Ser Ser val Leu val Asn 
260 265 270 



Pro Glu Gin Leu Ala Ser Ala Gly Phe Tyr Tyr Val Gly Asn Ser Asp 



275 



280 



285 



Asp val Lys Cys Phe Cys Cys Asp Gly Gly Leu Arg Cys Trp Glu Ser 
290 295 300 

Gly Asp Asp Pro Trp val Gin His Ala Lys Trp Phe Pro Arg Cys Glu 
305 310 315 320 

Tyr Leu lie Arg lie Lys Gly Gin Glu Phe lie Arg Gin val Gin Ala 
325 330 335 

Ser Tyr Pro His Leu Leu Glu Gin Leu Leu Ser Thr Ser Asp Ser Pro 
340 345 350 

Gly Asp Glu Asn Ala Glu Ser Ser lie lie His Phe Glu Pro Gly Glu 
355 360 365 

Asp His Ser Glu Asp Ala lie Met Met Asn Thr Pro val lie Asn Ala 
370 375 380 

Ala val Glu Met Gly Phe Ser Arg Ser Leu val Lys Gin Thr Val Gin 
385 390 395 400 

Arg Lys lie Leu Ala Thr Gly Glu Asn Tyr Arg Leu val Asn Asp Leu 
405 410 " 415 

val Leu Asp Leu Leu Asn Ala Glu Asp Glu lie Arg Glu Glu Glu Arg 
420 o 425 430 

Glu Arg Ala Thr Glu Glu Lys Glu Ser Asn Asp Leu Leu Leu lie Arg 
435 440 445 

Lys Asn Arg Met Ala Leu Phe Gin His Leu Thr Cys Val lie Pro lie 
450 " 455 460 

Leu Asp Ser Leu Leu Thr Ala Gly lie lie Asn Glu Gin Glu His Asp 
465 470 475 480 

val lie Lys Gin Lys Thr Gin Thr Ser Leu Gin Ala Arg Glu Leu lie 
485 490 495 

Asp Thr lie Leu val Lys Gly Asn lie Ala Ala Thr Val Phe Arg Asn 
500 505 510 

ser Leu Gin Glu Ala Glu Ala val Leu Tyr Glu His Leu Phe val Gin 
515 520 525 



Gin Asp lie Lys Tyr lie Pro Thr Glu Asp val Ser Asp Leu Pro Val 
530 535 540 



Glu Glu Gin Leu Arg Arg Leu Gin Glu Glu Arg Thr cys Lys val Cys 
545 550 555 ' 560 



Met Asp Lys Glu Val Ser lie val Phe lie Pro Cys Gly His Leu val 
565 570 575 

val Cys Lys Asp Cys Ala Pro Ser Leu Arg Lys Cys Pro lie Cys Arg 
580 585 590 

Ser Thr lie Lys Gly Thr val Arg Thr Phe Leu Ser 
595 600 

<210> 80 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 80 

Glu Gin Lys Leu lie Ser Glu Glu Asp Leu 
1 5 10 

<210> 81 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 81 

aatctagaat ggctgcgccg agggcg 26 

<210> 82 

<211> 61 

<212> DNA 

<213> Homo sapiens 

<400> 82 

aaggtaccta caggtcctcc tctgagatca gcttctgctc ttctgtgacc tcaggggtca 60 
c 61 

<210> 83 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 83 

aatctagaat ggccgtccct agcccgccgc cc 32 

<210> 84 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 84 



Ala Val Pro lie 
1 



<210> 85 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 85 

Ala Ser Gin Arg Leu Phe Pro Gly 
1 5 



<210> 86 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 86 

Ser Phe Ala His Ser Leu ser Pro 
1 5 



<210> 87 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 87 

Asn ser Arg Ala val Glu Asp lie 
1 5 



